MEg T BT 559697 2019 4E 5 H 55 32 #:%5 5 ] J Cancer Control Treat,May 2019, Vol. 32,No. 5 . 395 .

o TR o

/) RNA-181a-5p.320a }; H¥EF TGF-Bl £ R &
BEPRIRIE

EFHe R, KA, AT TRES
637000 PUJI| FE 75 , )10 EE 2= e 2 e s BB ( 25 B2t JEI 25 M Al k) 5610000 BLER, W28 Toll 363 PBEst
FRFRL(Z2EEHE) ;637000 PUJI| FEFE, )IACEES4BE S B cib s (ZE Mol ok i R 254 fAT k)

[HE] B B ASESEHAL T miR-181a-5p .miR-320a M TCF-B1 HZ2ik 00, 5 HIE BB 8E K AP EH. B
7 WO B i KR T IE R 44 3 4], I, RNA, R miRNA S8 BRI miRNA 12235 5 R ] qRT-PCR 5 i 3o iE
miRNA 55 S5 R T HEME . SR PR AR 2 X 25 57 38 35 miRNA S5 (9 S0 5 BR EAT 0025 70 o IOAR B8 Wl s B ) R LE
2145 22 ], R B qRT-PCR 7 i miR-181a-5p . miR-320a F1 TGF-BImRNA, %55 : miRNA ik Fr 458 5%, 2445 22 Fl miR-
NA fE B W ANE R AP FRIA 22 7 A it = E (P <0.05) i 6 F g 2 A, 16 Fh i 25 T 9 ; qRT-PCR JESE miR-
320a FIA T B, miR-181a-5p ik B, ZRIAGIT#E L (P <0.05) , 5k i 45 R —3; TGF-BImRNA 7E &8 i h ik
BN HRIE R AR TR H2E R G248 L. 4518 : miR-181a-5p Ml miR-320a 1] GBS 5 & W Y & 48 K Rt 72 .
[%43A] miR-181a-5p;miR-320a; F4F 88 ; miRNA i qRT-PCR; TGF-B1

[FESZES] R735.1 [ XEkEREE] A doi:10. 3969/j. issn. 1674-0904. 2019. 05. 003

532#&=:Li YH,Li YS,Zhang RJ, et al. Expression of miR-181a-5p, miR-320a and TGF-B1 in esophageal squamous cell carcinomal J]. J Cancer
Control Treat, 2019, 32(5) :395-401. [ ZE2 4 25T I, 3/~ #, 2. 150/ RNA-181a-5p 320a J¢ 4T3 TCF-B1 i (450G Fp g 23k [ 1], b
SR 5697 ,2019,32(5) :395401. ]

Expression of miR-181a-Sp, miR-320a and TGF-B1 in Esophageal Squamous

Cell Carcinoma

Li Yanhua, Li Yushan, Zhang Renjing, Zhou Xuemei, He Xinrong

Department of Pathology, Affiliated Hospital of North Sichuan Medical College, Nanchong 637000, Sichuan, China
(Li Yanhua, Zhou Xuemei, He Xinrong) ; Department of Pathology, AVIC 363 Hospital, Chengdu 610000, Si-
chuan, China (Lt Yanhua) ; Department of Pathology, North Sichuan Medical College, Nanchong 637000, Si-
chuan, China (Li Yushan, Zhang Renjing, Zhou Xuemei, He Xinrong)

Corresponding author: He Xinrong, E-mail; 598504498 @ qq. com

This study was supported by grants from Education Department of Sichuan Province ( NO. 14ZA0200).

[ Abstract] Objective: To investigate the expression of miR-181a-5p, miR-320a and TGF-B1 in esophageal squamous cell carcino-
ma and study their roles in the development of esophageal squamous cell carcinoma. Methods: Three samples of esophageal squamous
cell carcinoma and adjacent normal tissue were collected. The miRNA array was used to detect the expression of miRNA. The reliabili-
ty of the miRNAs chip results was verified using real-time quantitative polymerase chain reaction (qRT-PCR). Differentially expressed
miRNA-regulated target genes were analyzed by software and database. miR-181a-5p, miR-320a and TGF-B1, extracted from 22 cases
of esophageal squamous cell carcinoma and 22 cases of normal tissue, were verified using qRT-PCR. Results: The miRNA chip results
showed that 22 miRNAs differentially expressed in esophageal squamous cell carcinoma compared with those in normal tissue (P <
0.05). Six miRNAs significantly increased, while 16 significantly decreased. It was confirmed that results of qRT-PCR were consistent
with those of the miRNA array. qRT-PCR confirmed that the expression of miR-320a decreased and that of miR-181a-5p increased in

esophageal squamous cell carcinoma compared with those in normal

[UFSHES] 2018-09-30 [f£E HH)] 2019-03-25 tissue (P < 0.05). The expression of TGF-Bl in esophageal
[EETE] & ZE 7 (42 . 14ZA0200) squamous cell carcinoma was slightly higher than that in normal tis-
EREH]  “fIkEE, E-mail ; 598504498@ qq. com sue, but the difference was not statistically significant. Conclu-
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sion; miR-181a-5p and miR-320a may be engaged in carcinogenesis of esophageal squamous cell carcinoma.
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Table 1. Differentially Expressed miRNAs in Esophageal
Squamous Cell Carcinoma

miRNA up- Fold miRNA down- Fold
regulated change || regulated change
hsa-miR-181a-5p 2.39 hsa-miR-1260a 0.42
hsa-miR-21-3p 4.32 hsa-miR-133a-3p 0.05
hsa-miR-370 2.25 hsa-miR-30a-3p 0.14

hsa-miR-4746-3p 2.04 hsa-miR-30e-3p 22
hsa-miR-664b-5p 3.73 hsa-miR-320a 44
hsa-miR-6807-5p 2.09 hsa-miR-320b 44
hsa-miR-320d 41
hsa-miR-320e 38

hsa-miR-338-3p
hsa-miR-361-5p

hsa-miR-378a-3p 28
hsa-miR-378i 24
hsa-miR-4328 28
hsa-miR-4770 33

hsa-miR-497-5p
hsa-miR-551b-3p
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Table 2. Number of Differentially Expressed miRNA-regu-
lated Target Genes

miRNA Number of predicted target genes
hsa-miR-181a-5p 679
hsa-miR-21-3p 469
hsa-miR-370 24
hsa-miR-4746-3p 592
hsa-miR-664b-5p 1224
hsa-miR-6807-5p 547
hsa-miR-1260a 1777
hsa-miR-133a-3p 16
hsa-miR-30a-3p 587
hsa-miR-30e-3p 203
hsa-miR-320a 563
hsa-miR-320b 94
hsa-miR-320d 29
hsa-miR-320e 1303
hsa-miR-338-3p 1149
hsa-miR-361-5p 903
hsa-miR-378a-3p 383
hsa-miR-378i 8
hsa-miR-4328 816
hsa-miR-4770 405
hsa-miR-497-5p 229
hsa-miR-551b-3p 29
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Figure 3. Expression of miR-181a-5p and miR-320a in
Normal Tissue and Cancer Tissue
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Table 3. Correlation between miR-181-5p/miR-320a and Clinicopathological Features

Clinicopathological data Cases (n) miR-181a-5p CT P miR-320a CT P

Number of cases 22

Age 0.186 0. 609
<64 12 1.66 3.62
> 64 10 2.25 4.07

Degree of differentiation 0.721 0.180
Moderately-low differentiated 12 1.85 3.31
Highly differentiated 10 2.02 4.44

Lymphatic metastasis 0.026 0.257
Positive 10 1.43 3.32
Negative 12 2.33 4.25

Depth of invasion
Muscular layer 12 1.98 0.708 2.29 0.671
The whole esophageal wall 10 2.20 2.56

TNM staging
1 2 1.11 0.650 3.33 0.757
2 20 1.38 3.56

FRETIN TN R ,80% LA B E #iZ I C A,

R R (1412 1B T2 SRR N 35 BTG AL,
Rt R (B R A SR B, I B A B e

S5 AEEAE AL 10% ~ 30% ', miRNA 3 523 1
53 mRNA 11 37 UTR J551) B ARSS G 0 ) 4 mR-
NA Fr%E 3 F BN, 5 40 9 9 B R k. A
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